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ATGCGTGGCTACGAATTTCTCTCAGTGCTACCCTTGGTTGCAGCCAGTTGGGCCCTTCCAGGAAGTACAC 70 

MRGYEFLSVLPLVAASWA L P G S T 
CGGCGTCCGTCGGTAGAAGACAGCTACCCAAGAACCCCACCGGGGTCAAGACTCTTACAACCGCAAACAA 140 
PASVGRRQLPKNPTGVKTLTTANN 
TGTCACCATCCGGTACAAGGAACCCGGGGCAGAGGGCGTCTGCGAGACTACCCCGGGTGTCAAATCCTAC 210 

VTIRYKEPGAEGVCETTPGVKSY 
TCTGGATATGTCGACACCTCTCCCGAGTCCCATACCTTCTTCTGGTTCTTCGAAGCCAGACATAACCCAG 2 80 

SGYVDTSPESHTFFWFFEARHNP 
AAACTGCACCTATCACATTGTGGTTGAATGGTGGCCCTGGAAGCGATTCTTTGATCGGTCTCTTCGAAGA 350 
ETAPITLWLNGGPGSDSLIGLFEE 
GTTGGGCCCTTGCCATGTCAATTCGACTTTTGATGACTACATCAACCCTCACTCGTGGAACGAGGTCTCC 42 0 

LGPCHVNSTFDDYINPHSWNEVS 
AATTTACTATTCCTGTCCCAGCCATTGGGAGTCGGCTTTTCATATAGTGATACGGTTGATGGGTCCATTA 490 

NLLFLSQPLGVGFSYSDTVDGSI 
ACCCTGTAACTGGGGTCGTCGAAAATTCGAGCTTTGCAGGAGTTCAGGGCCGGTACCCAACCATTGATGC 56 0 
NPVTGVVENSSFAGVQGRYPTIDA 
CACTCTGATCGATACTACCAATCTTGCCGCAGAGGCCGCTTGGGAGATCCTGCAAGGATTCCTTAGTGGA 63 0. 

TLIDTTNLAAEAAWEILQGFLSG 
CTACCTAGCTTGGACTCTAGGGTGCAGTCTAAGGACTTCAGTCTATGGACGGAGAGCTATGGAGGGCACT 700 

LPSLDSRVQSKDFSLWTES Y G G H 
ATGGTCCTGCATTCTTCAATCATTTTTACGAGCAGAATGAGAGAATTGCCAACGGTAGTGTTAATGGTGT 770 
YGPAFFNHFYEQNER lANGSVNGV 
TCAGCTTAATTTCAACTCTCTGGGAATTATTAACGGCATCATCGACGAGGCGATCCAGGCCCCTTACTAC 84 0 

QLNFNSLGIINGIIDEAIQAPYY 
CCTGAATTCGCTGTGAACAATACCTACGGTATCAAGGCTGTCAACGAGACCGTCTACAACTACATGAAGT 910 

PEFAVNNTYGI KAVNETVYNYMK 
TTGCCAACCAAATGCCAAATGGTTGCCAGGATTTGATTTCCACCTGCAAACAGACAAACCGCACCGCATT 980 
FANQMPNGCQDLISTCKQTNRTAL 
AGCTGACTACGCCCTCTGCGCCGAAGCCACCAACATGTGCAGGGACAATGTTGAGGGGCCATACTACGCC 1050 

ADYALCAEATNM CRDNVEGPYYA 
TTTGCTGGTCGTGGTGTGTATGATATTCGGCATCCATATGATGACCCGACTCCGCCAAGTTATTACAACA 112 0 

FAGRGVYDIRHPYDDPT P P S Y Y N 
AATTTCTGGCAAAGGACTCTGTCATGGACGCTATCGGCGTCAACATCAACTACACCCAGTCCAATAATGA 1190 
KFLAKDSVM DAIGVNINYTQSNND 
CGTCTACTACGCTTTCCAGCAAACAGGCGACTTTGTCTGGCCCAACTTCATCGAAGACCTCGAGGAGATC 126 0 

VYYAFQQTGDFVWPNFIEDL E E I 
CTTGCTCTCCCCGTGCGTGTCTCCCTCATCTATGGCGACGCCGATTACATCTGCAACTGGTTCGGCGGTC 1330 

LALPVRVSLIYGDADYICNWFGG 
AGGCCGTTTCCCTCGCTGCGAACTACTCCCAAGCCGCCCAGTTCCGAAGCGCAGGGTACACGCCCCTGAA 1400 
QAVSLAANYSQAAQFRSAGYTPLK 
AGTCAACGGCGTCGAGTATGGGGAAACTCGCGAGTATGGTAATTTCTCCTTCACTCGCGTCTATGAGGCA 1470 

VNGVEYGETREYGNFSFTRVYEA 
GGCCATGAAGTCCCATACTACCAGCCCATCGCCTCCCTGCAATTGTTTAACCGGACTATCTTCGGTTGGG 154 0 

GHEVPYYQPIASLQLFNRTIFGW 
ATATCGCAGAGGGCCAGAAGAAGATCTGGCCCAGCTACAAGACGAATGGAACGGCTACAGCTACGCATAC 1610 
DIAEGQKKIWPSYKTNGTATATHT 
ACAGTCGTCCGTGCCGCTGCCTACGGCTACCAGCATGTCCAGTGTTGGTATGGCATAG 166 8 
QSSVPLPTATSMSSVGMA . 
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